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<130> 265.00450101 

<150> 60/535,327 
<151> 2004-01-09 

<150> PCT/US2005/000722 
<151> 2005-01-10 

<160> 7 

<170> Patentln version 3,2 

<210> 1 

<211> 35 

<212> PRT 

<213> Artificial 

<220> 

<223> Channel blocker GsMTx-4 (Grammostola spatulata venom 4 kDa 
peptide) 

<400> 1 

Gly Cys Leu Glu Phe Trp Trp Lys Cys Asn Pro Asn Asp Asp Lys Cys 
1 5 10 15 



Cys Arg Pro Lys Leu Lys Cys Ser Lys Leu Phe Lys Leu Cys Asn Phe 
20 25 30 



Ser Ser Gly 
35 



<210> 2 

<211> 759 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Met Ala Ala Leu Tyr Pro Ser Thr Asp Leu Ser Gly Ala ser ser 
1 5 10 15 



Ser ser Leu Pro Ser Ser Pro Ser Ser Ser Ser Pro Asn Glu val Met 
20 25 30 



Ala Leu Lys Asp Val Arg Glu val Lys Glu Glu Asn Thr Leu Asn Glu 
35 40 45 



Lys Leu Phe Leu Leu Ala Cys Asp Lys Gly Asp Tyr Tyr Met val Lys 
50 55 60 
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Lys lie Leu Glu Glu Asn ser Ser Gly Asp Leu Asn lie Asn Cys val 
65 70 75 80 

Asp Val Leu Gly Arg Asn Ala Val Thr lie Thr lie Glu Asn Glu Asn 
85 90 95 

Leu Asp lie Leu Gin Leu Leu Leu Asp Tyr Gly Cys Gin Lys Leu Met 
100 105 110 

Glu Arg lie Gin Asn Pro Glu Tyr ser Thr Thr Met Asp val Ala Pro 
115 120 125 

val lie Leu Ala Ala His Arg Asn Asn Tyr Glu He Leu Thr Met Leu 
130 135 140 

Leu Lys Gin Asp Val Ser Leu Pro Lys Pro His Ala val Gly Cys Glu 
145 150 155 160 

Cys Thr Leu Cys Ser Ala Lys Asn Lys Lys Asp Ser Leu Arg His Ser 
165 170 175 

Arg Phe Arg Leu Asp lie Tyr Arg Cys Leu Ala Ser Pro Ala Leu lie 
180 185 190 

Met Leu Thr Glu Glu Asp Pro lie Leu Arg Ala Phe Glu Leu Ser Ala 
195 200 " 205 

Asp Leu Lys Glu Leu Ser Leu val Glu val Glu Phe Arg Asn Asp Tyr 
210 215 220 

Glu Glu Leu Ala Arg Gin Cys Lys Met Phe Ala Lys Asp Leu Leu Ala 
225 230 235 240 

Gin Ala Arg Asn Ser Arg Glu Leu Glu Val lie Leu Asn His Thr Ser 
245 ~ 250 255 

Ser Asp Glu Pro Leu Asp Lys Arg Gly Leu Leu Glu Glu Arg Met Asn 
260 265 270 

Leu Ser Arg Leu Lys Leu Ala lie Lys Tyr Asn Gin Lys Glu Phe Val 
275 ' 280 285 

Ser Gin Ser Asn Cys Gin Gin Phe Leu Asn Thr Val Trp Phe Gly Gin 
290 295 300 

Met Ser Gly Tyr Arg Arg Lys Pro Thr Cys Lys Lys lie Met Thr val 
305 310 315 320 
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Leu Thr val Gly lie Phe Trp Pro val Leu Ser Leu Cys Tyr Leu lie 
325 330 335 

Ala Pro Lys Ser Gin Phe Gly Arg lie lie His Thr Pro Phe Met Lys 
340 345 350 

Phe lie lie His Gly Ala Ser Tyr Phe Thr Phe Leu Leu Leu Leu Asn 
355 360 365 

Leu Tyr Ser Leu val Tyr Asn Glu Asp Lys Lys Asn Thr Met Gly Pro 
370 375 380 

Ala Leu Glu Arg lie Asp Tyr Leu Leu lie Leu Trp lie lie Gly Met 
385 390 395 400 

lie Trp ser Asp lie Lys Arg Leu Trp Tyr Glu Gly Leu Glu Asp Phe 
405 410 415 

Leu Glu Glu Ser Arg Asn Gin Leu Ser Phe Val Met Asn Ser Leu Tyr 
420 425 430 

Leu Ala Thr Phe Ala Leu Lys Val val Ala His Asn Lys Phe His Asp 
435 440 445 

Phe Ala Asp Arg Lys Asp Trp Asp Ala Phe His Pro Thr Leu val Ala 
450 455 460 

Glu Gly Leu Phe Ala Phe Ala Asn val Leu Ser Tyr Leu Arg Leu Phe 
465 470 475 480 

Phe Met Tyr Thr Thr Ser Ser lie Leu Gly Pro Leu Gin lie Ser Met 
485 490 495 

Gly Gin Met Leu Gin Asp Phe Gly Lys Phe Leu Gly Met Phe Leu Leu 
500 505 510 

val Leu Phe Ser Phe Thr lie Gly Leu Thr Gin Leu Tyr Asp Lys Gly 
515 520 525 

Tyr Thr Ser Lys Glu Gin Lys Asp Cys val Gly lie Phe Cys Glu Gin 
530 535 540 

Gin Ser Asn Asp Thr Phe His Ser Phe lie Gly Thr cys Phe Ala Leu 
545 550 555 560 

Phe Trp Tyr lie Phe Ser Leu Ala His val Ala lie Phe Val Thr Arg 
565 570 575 
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Phe Ser Tyr Gly Glu Glu Leu Gin Ser Phe val Gly Ala val lie val 
580 585 590 

Gly Thr Tyr Asn Val val val Val lie val Leu Thr Lys Leu Leu Val 
595 600 605 

Ala Met Leu His Lys Ser Phe Gin Leu lie Ala Asn His Glu Asp Lys 
610 615 620 

Glu Trp Lys Phe Ala Arg Ala Lys Leu Trp Leu Ser Tyr Phe Asp Asp 
625 630 635 640 

Lys Cys Thr Leu Pro Pro Pro Phe Asn lie lie Pro Ser Pro Lys Thr 
645 650 655 

lie Cys Tyr Met lie Ser Ser Leu Ser Lys Trp lie Cys Ser His Thr 
660 665 670 

ser Lys Gly Lys val Lys Arg Gin Asn Ser Leu Lys Glu Trp Arg Asn 
675 680 685 

Leu Lys Gin Lys Arg Asp Glu Asn Tyr Gin Lys Val Met Cys Cys Leu 
690 695 700 

val His Arg Tyr Leu Thr Ser Met Arg Gin Lys Met Gin Ser Thr Asp 
705 710 715 720 

Gin Ala Thr Val Glu Asn Leu Asn Glu Leu Arg Gin Asp Leu Ser Lys 
725 730 735 

Phe Arg Asn Glu lie Arg Asp Leu Leu Gly Phe Arg Thr Ser Lys Tyr 
740 745 " 750 

Ala Met Phe Tyr Pro Arg Asn 
755 

<210> 3 

<211> 4085 

<212> DNA 

<213> Homo sapiens 

<400> 3 

ccgggcctcg agccgaggca gcagtgggaa cgactcatcc tttttccagc cctggggcgt 60 

ggctggggtc ggggtcgggg tcggggccgg tgggggcccc gcccccgtct cctggcctgc 120 

ccccttcatg ggccgcgatg atggcggccc tgtacccgag cacggacctc tcgggcgcct 180 

cctcctcctc cctgccttcc tctccatcct cttcctcgcc gaacgaggtg atggcgctga 240 

aggatgtgcg ggaggtgaag gaggagaata cgctgaatga gaagcttttc ttgctggcgt 300 

Page 4 



gcgacaaggg 


tgactattat 


atggttaaaa 


agattttgga 


ggaaaacagt 


tcaggtgact 


360 


tgaacataaa 


ttgcgtagat 


gtgcttggga 


gaaatgctgt 


taccataact 


attgaaaacg 


420 


aaaacttgga 


tatactgcag 


cttcttttgg 


actacggttg 


tcagaaacta 


atggaacgaa 


480 


ttcagaatcc 


tgagtattca 


acaactatgg 


atgttgcacc 


tgtcatttta 


gctgctcatc 


540 


gtaacaacta 


tgaaattctt 


acaatgctct 


taaaacagga 


tgtatctcta 


cccaagcccc 


600 


atgcagttgg 


ctgtgaatgc 


acattgtgtt 


ctgcaaaaaa 


caaaaaggat 


agcctccggc 


660 


attccaggtt 


tcgtcttgat 


atatatcgat 


gtttggccag 


tccagctcta 


ataatgttaa 


720 


cagaggagga 


tccaattctg 


agagcatttg 


aacttagtgc 


tgatttaaaa 


gaactaagtc 


780 


ttgtggaggt 


ggaattcagg 


aatgattatg 


aggaactagc 


ccggcaatgt 


aaaatgtttg 


840 


ctaaggattt 


acttgcacaa 


gcccggaatt 


ctcgtgaatt 


ggaagttatt 


ctaaaccata 


900 


cgtctagtga 


cgagcctctt 


gacaaacggg 


gattattaga 


agaaagaatg 


aatttaagtc 


960 


gtctaaaact 


tgctatcaaa 


tataaccaga 


aagagtttgt 


ctcccagtct 


aactgccagc 


1020 


agttcctgaa 


cactgtttgg 


tttggacaga 


tgtcrggtta 


ccgacgcaag 


cccacctgta 


1080 


agaagataat 


gactgttttg 


acagtaggca 


tcttttggcc 


agttttgtca 


ctttgttatt 


1140 


tgatagctcc 


caaatctcag 


tttggcagaa 


tcattcacac 


accttttatg 


aaatttatca 


1200 


ttcatggagc 


atcatatttc 


acatttctgc 


tgttgcttaa 


tctatactct 


cttgtctaca 


1260 


atgaggataa 


gaaaaacaca 


atggggccag 


cccttgaaag 


aatagactat 


cttcttattc 


1320 


tgtggattat 


tgggatgatt 


tggtcagaca 


ttaaaagact 


ctggtatgaa 


gggttggaag 


1380 


actttttaga 


agaatctcgt 


aatcaactca 


gttttgtcat 


gaattctctt 


tatttggcaa 


1440 


cctttgccct 


caaagtggtt 


gctcacaaca 


agtttcatga 


ttttgctgat 


cggaaggatt 


1500 


gggatgcatt 


ccatcctaca 


ctggtggcag 


aagggctttt 


tgcatttgca 


aatgttctaa 


1560 


gttatcttcg 


tctctttttt 


atgtatacaa 


ccagctctat 


cttgggtcca 


ttacagattt 


1620 


caatgggaca 


gatgttacaa 


gattttggaa 


aatttcttgg 


gatgtttctt 


cttgttttgt 


1680 


tttctttcac 


aattggactg 


acacaactgt 


atgataaagg 


atatacttca 


aaggagcaga 


1740 


aggactgtgt 


aggcatcttc 


tgtgaacagc 


aaagcaatga 


taccttccat 


tcgttcattg 


1800 


gcacctgctt 


tgctttgttc 


tggtatattt 


tctccttagc 


gcatgtggca 


atctttgtca 


1860 


caagatttag 


ctatggagaa 


gaactgcagt 


cctttgtggg 


agctgtcatt 


gttggtacat 


1920 


acaatgtcgt 


ggttgtgatt 


gtgcttacca 


aactgctggt 


ggcaatgctt 


cataaaagct 


1980 


ttcagttgat 


agcaaatcat 


gaagacaaag 


aatggaagtt 


tgctcgagca 


aaattatggc 


2040 


ttagctactt 


tgatgacaaa 


tgtacgttac 


ctccaccttt 


caacatcatt 


ccctcaccaa 


2100 


agactatctg 


ctatatgatt 


agtagcctca 


gtaagtggat 


ttgctctcat 


acatcaaaag 


2160 


gcaaggtcaa 


acggcaaaac 


agtttaaagg 


aatggagaaa 
Page 


tttgaaacag 
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aagagagatg 


2220 



aaaactatca 


aaaagtgatg 


tgctgcctag 


tgcatcgtta 


cttgacttcc 


atgagacaga 


2280 


agatgcaaag 


tacagatcag 


gcaactgtgg 


aaaatctaaa 


cgaactgcgc 


caagatctgt 


2340 


caaaattccg 


aaatgaaata 


agggatttac 


ttggctttcg 


gacttctaaa 


tatgctatgt 


2400 


tttatccaag 


aaattaacca 


ttttctaaat 


catggagcga 


ataattttca 


ataacagatc 


2460 


caaaagacta 


tattgcataa 


cttgcaatga 


aattaatgag 


atatatattg 


aaataaagaa 


2520 


ttatgtaaaa 


gccattcttt 


aaaatattta 


tagcataaat 


atatgttatg 


taaagtgtgt 


2580 


atatagaatt 


agttttttaa 


accttctgtt 


agtggctttt 


tgcagaagca 


aaacagatta 


2640 


agtagataga 


ttttgttagc 


atgctgcttg 


gttttcttac 


ttagtgcttt 


aaaatgtttt 


2700 


tttttatgtt 


taagaggggc 


agttataaat 


ggacacattg 


cccagaatgt 


tttgtaaaat 


2760 


gaagaccagc 


aaatgtaggc 


tgatctcctt 


cacaggatac 


acttgaaata 


tagaagttat 


2820 


gttttaaata 


tctctgtttt 


aggagttcac 


atatagttca 


gcatttattg 


tttaggagta 


2880 


taattttatt 


ttatctaaaa 


taatagtcta 


ttttttcttt 


tgtattttgt 


tataatctta 


2940 


agcaacaaag 


aaaaaaccct 


aatatttgaa 


tctatttatg 


tctttcaatt 


taaattcact 


3000 


tcagtttttg 


ttattgtaat 


atatttactt 


ttacatggtt 


ataatcactt 


tatattttta 


3060 


atgttttttt 


cacttaatat 


tttatatata 


catttccatg 


tattgatgta 


gttagtccac 


3120 


atttaaattt 


ttatagaatt 


atatagtttt 


tgaaaaatac 


agtcagtaga 


tgttttattt 


3180 


tttagctatt 


cagttatgtt 


tataagtttg 


catagctact 


tctcgacatt 


tggtttgttt 


3240 


taattttttt 


gtatcataat 


agtcctattt 


ttttttcaag 


ttggagtgaa 


tgtttttagt 


3300 


tttaagatag 


ataggagaca 


cttttttatc 


acatgtagtc 


acaacctgtt 


ttgtttttgt 


3360 


aaaacatagg 


aagtctcttt 


aatgcaatga 


tttgttttat 


atttggacta 


aggttcttga 


3420 


gcttatctcc 


caaggtactt 


tccataattt 


aacacagctt 


ctataaaagt 


gacttcatgc 


3480 


ttacttgtgg 


atcattcttg 


ctgcttaaga 


tgaaaagcat 


tggtttttta 


aaattagaga 


3540 


ataaaatatg 


tatttaaatt 


tttggtgtgt 


tcacataaag 


ggatgtagct 


aaaatgtttt 


3600 


cataggctat 


tatatattct 


cgcagcattt 


ccagttaaga 


ggatattagg 


tatataattc 


3660 


tcttcttaac 


cgaatgtcag 


atggtcttac 


gccacagggt 


gcaggtaacc 


cttggtctgt 


3720 


aagcaccacc 


gatccaggga 


tcattgtcta 


aataggttac 


tattgtttgt 


ttcatcttgc 


3780 


ttttgcattt 


ttatttttta 


atttccaaat 


tttaagtgtt 


ccctctttgg 


ggcaaattct 


3840 


tataaaaatg 


tttattgtaa 


agttatatat 


tttgtctacg 


atgggattat 


gcacttccca 


3900 


attgggattt 


tacatctgga 


tttttagtca 


ttctaaaaaa 


cacctaatta 


ttaaaacatt 


3960 


tatagagtgc 


ctactgtatg 


catgagttga 


gttgcttctg 


aggtacattt 


tgaatgacag 


4020 


catattgtaa 


gaaaaaaaaa 


ggtgaataaa 


atttgacatt 


agattataaa 


aaaaaaaagg 


4080 


aattc 
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<210> 4 

<211> 30 

<212> DNA 

<213> Artificial 

<220> 

<223> Scrambled anti sense oligonucleotide 

<400> 4 

cttttgaccg ctcatcccta tagtatttgc 



<210> 5 

<211> 12 

<212> PRT 

<213> Artificial 

<220> 

<223> Epitope of MscCa polypeptide 

<400> 5 

Cys Val Gly lie Phe Cys Glu Gin Gin Ser Asn Asp 
1 5 10 



<210> 6 

<211> 15 

<212> PRT 

<213> Artificial 

<220> 

<223> Epitope of MscCa polypeptide 

<400> 6 

Gin Leu Tyr Asp Lys Gly Tyr Thr Ser Lys Glu Gin Lys Asp Cys 
1 5 ' 10 15 



<210> 7 

<211> 31 

<212> PRT 

<213> Artificial 

<220> 

<223> Channel blocker GsMTx-1 

<400> 7 

Tyr Cys Gin Lys Trp Met Trp Thr Cys Asp Glu Glu Arg Lys Cys Cys 
1 5 10 15 



Glu Gly Leu val Cys Arg Leu Trp Cys Lys Lys Lys lie Glu Trp 
20 25 30 
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